Table 3. Biomass Composition (27—-31, 35); See Appendix
for Details

metabolite  mmol/g DW metabolite mmol/g DW
alanine 0.600 glycogen 0.279
arginine 0.377 dAMP 0.0148
aspartate 0.359 dCMP 0.0099
asparagines 0.288 dGMP 0.0099
cysteine 0.145 dTMP 0.0148
glutamine 0.322 AMP 0.0330
glutamate 0.386 CMP 0.0551
glycine 0.538 GMP 0.0624
histidine 0.143 UMP 0.0330
1soleucine 0.324 cholesterol 0.018
leucine 0.564 phosphatidylcholine 0.069
lysine 0.570 phosphatidylethanol- 0.026
amine

methionine 0.138 phosphatidylinositol 0.010
phenylalanine 0.219 phosphatidylserine 0.003
proline 0.313 phosphatidylglycerol 0.001
serine 0.430 diphosphatidylglycerol 0.003
threonine 0.386 sphingomyelin 0.008
tryptophan 0.044 ATP 43.153
tyrosine 0.182

valine 0.416
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